Revised Science Hub Record (file names reflect new table and figure numbers)
12/2/2025

Main Paper
☑ Table 1 (exposure data). Complete – separate file “1_Table 1 VOCs detailed exposure data.xlsx”
☑ Table 2 (most sensitive BPACs). Complete – Exposure concentration Reactome BPAC data found in tab “ST8 exp conc BMD” of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”. Predicted internal concentration BPAC data found in tab “Table 2 Fig 5 internal BMD” of the same file.

☑ Figure 1 (experimental design). Complete – No data, no file.
☑ Figure 2 (PCA in vivo in vitro). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Figure 3 (Gene concentration response plots, Euler plots). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Figure 4 (Reactome pathways accumulation plots). Complete – Raw data derived from “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx” 
☑ Figure 5 (Compare Reactome BMD Median accumulation plots using Exp Conc or Internal Dose or CxT). Complete – Exposure concentration raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”. Top 10 exposure concentration Reactome BPAC data found in tab “ST8 exp conc BMD” of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”. Top 10 predicted internal concentration BPAC data found in tab “Table 2 Fig 5 internal BMD” of the same file.

Supplemental Files
Word: Supplemental Methods Figures S1-S16 Tables S1-S2 S7 R2.docx
Excel: Supplemental Tables S3-S6 S8.xslx
☑ Supplemental Table S1 (In vitro exposure parameters) – parameters are cited from literature or calculated from study data (Speen et al., 2022).
☑ Supplemental Table S2a, S2b (httk inhalation model input) – parameters are cited from literature or calculated from study data (current study - Jackson et al., 2025).
☑ Supplemental Table S3 (plethysmography data). Complete – separate file “2_Supp Fig S7 Table S3 detailed plethysmography.xslx” and summarized in tab 1 (“ST3 plethysmography”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”
☑ Supplemental Table S4 (BALF data). Complete – separate file “3_Supp Fig S8 Table S4 detailed BALF data.xslx” and summarized in tab 2 (“ST4 BALF analysis”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”
☑ Supplemental Table S5 (blood data). Complete – separate file “4_Supp Table S5 detailed blood data.xslx” and summarized in tab 3 (“ST5 blood analysis”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”
☑ Supplemental Table S6 (transcriptomic pathway enrichment at specific concentrations). Complete – in tab 4 (“ST6 pathways”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”. Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Table S7 (predicted internal concentrations for in vivo and in vitro exposures). Complete – in tab 1 (“ST7 and SF1-SF3 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Table S8 (top 10 BMDs at the gene and Reactome levels). Complete – in tab 5 “ST8 exp conc BMD” of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”. Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”

☑ Supplemental Figure S1. PBTK predictions of 1,3-butadiene concentrations in the lung. Complete – in tab 1 (“ST7 and SF1-SF3 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S2. PBTK predictions of dichloromethane (DCM) concentrations in the lung. Complete – in tab 1 (“ST7 and SF1-SF3 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S3. PBTK predictions of trichloroethylene (TCE) concentrations in the lung. Complete – in tab 1 (“ST7 and SF1-SF3 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S4. Time course of blood 1,3-butadiene in mice after inhalation of 1,3-BD. Complete – in tab 2 (“SF4 - SF6 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S5. Time course of blood DCM in rats after inhalation of DCM. Complete – in tab 2 (“SF4 - SF6 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S6. Time course of blood TCE in mice after inhalation of TCE. Complete – in tab 2 (“SF4 - SF6 data”) of “8_Supp Table S7 Figures S1-S6 httk model+in vitro calculations.xslx”.
☑ Supplemental Figure S7 (plethysmography data). Complete – separate file “2_Supp Fig S7 Table S3 detailed plethysmography.xslx” and summarized in tab 1 (“ST3 plethysmography”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”
☑ Supplemental Figure S8 (BALF data). Complete – separate file “3_Supp Fig S8 Table S4 detailed BALF data.xslx” and summarized in tab 2 (“ST4 BALF analysis”) of “5_Supplemental Tables S3-S6 S8 Table 2.xslx”
☑ Supplemental Figure S9 (PCA ACR). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S10 (PCA BD). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S11 (PCA DCM). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S12 (PCA TCE). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S13 (UpSet Plot of DEG intersections) Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S14 (Hmox1 gene expression, all exposures and tissues). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S15 (BALF + lung mRNA IL6, MIP2). Complete – half is from BALF data “3_Supp Fig S8 Table S4 detailed BALF data.xslx”, and half from raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
☑ Supplemental Figure S16 (Septum, BEAS2B, and pHBEC: IL6, MIP2 mRNA). Complete – Raw data in “6_SciHub_InVitro_GEX.xslx” and “7_SciHub_InVivo_GEX.xslx”
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