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** use foodgraphdata-may2019.dta
*seafood
twoway (rspike sfthglower sfthgupper sfid, horizontal) (scatter sfid sfthgpoint, mcolor(black) msymbol(smcircle)), ytitle("") ylabel(1 2 3 4 5 8 9 12 13 14 17 18 19 22 23 24 25 26 27 28 31 32 33 34 35 38 39 40 44 47 48 49 52, labels labsize(vsmall) angle(horizontal) valuelabel noticks) xtitle("THg, µg/L") xline(0.8917, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(50) name(thgsea)
twoway (rspike sfmehglower sfmehgupper sfid , horizontal) (scatter sfid sfmehgpoint , mcolor(black) msymbol(smcircle)), ytitle("") ylabel(none, nolabels noticks) xtitle("MeHg, µg/L") xline(0.6742, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(25) ysize(7) name(mehgsea)
twoway (rspike sfuhglower sfuhgupper sfid , horizontal) (scatter sfid sfuhgpoint , mcolor(black) msymbol(smcircle)), ytitle("") ylabel(none, nolabels noticks) xtitle("UHg, µg/g creatinine") xline(4.0663, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(25) ysize(7) name(uhgsea)
graph combine thgsea mehgsea uhgsea, imargin(0 0 0 0) graphregion(margin(l=22 r=22)) row(1) ycommon scheme(s1mono)

**nonseafood
twoway (rspike nsfthglower nsfthgupper nsfid , horizontal) (scatter nsfid nsfthgpoint , mcolor(black) msymbol(smcircle)), ytitle("") ylabel(1 2 3 4 5 8 9 12 13 14 17 18 19 22 23 24 25 26 27 28 31 32 33 34 35 38 39 40 44 46, labels labsize(vsmall) angle(horizontal) valuelabel noticks) xtitle("THg, µg/L") xline(0.3114, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(50) name(thgnosea)
twoway (rspike nsfmehglower nsfmehgupper nsfid , horizontal) (scatter nsfid nsfmehgpoint , mcolor(black) msymbol(smcircle)), ytitle("") ylabel(none, nolabels noticks) xtitle("MeHg, µg/L") xline(0.1741, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(25) ysize(7) name(mehgnosea)
twoway (rspike nsfuhglower nsfuhgupper nsfid , horizontal) (scatter nsfid nsfuhgpoint , mcolor(black) msymbol(smcircle)), ytitle("") ylabel(none, nolabels noticks) xtitle("UHg, µg/g creatinine") xline(2.5860, lwidth(thin) lpattern(longdash) lcolor(gs10)) legend(off) scheme(s1mono) fxsize(25) ysize(7) name(uhgnosea)
graph combine thgnosea mehgnosea uhgnosea, imargin(0 0 0 0) graphregion(margin(l=22 r=22)) row(1) ycommon scheme(s1mono)

