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Fig.1 Impacts of various chemical oxidant treatments on TOC (A) and pH (B) after 3 days.

Note: “G” denotes soil sample of coal gas plant field, “C” denotes soil sample of coking plant field. “CK” means treated with sterile water. The lowercase letters indicate significant differences between treatments.
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Fig.2 Changes of microbe counts in soil G and C under different treatment.

Note: “G” .denotes soil sample of coal gas plant field, “C” denotes soil sample of coking plant field conditions.
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Fig.3 The Rank-Abundance curve of microorganism in coal gas plant soil (G) and coking plant soil (C) treated by different chemical oxidants
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Fig.4 The community heat map of microorganism in coal gas plant soil (G) and coking plant soil (C) treated by different chemical oxidants
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Fig.5 The microbial community structure in coal gas plant soil (G) and coking plant soil (C) treated by different chemical oxidants
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Fig.6 Removal efficiencies of total PAHs in coal gas plant soil (G) and coking plant soil (C) treated by different chemical oxidants
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