Table 1. Distribution of bacterial 16S rDNA and 16S rRNA

	Class
	Genus
	DNA (n=74938)
	RNA (n=111125)

	Alpha-Proteobacteria 
	Azospirillum
Magnetospirillum
Ochrobactrum
Pannonibacter
Rhizobium
Rhodopseudomonas
	-
775 (1.0%)
-
2170 (2.9%)
5873 (7.8%)
-
	9362 (8.4%)
3396 (3.0%)
4573 (4.1%)
2938 (2.6%)
-
18149 (16%)

	Beta-Proteobacteria
	Comamonadaceae*
Rhodocyclaceae**
	423
19476 (26%)
	549
30674 (28%)

	Delta-Proteobacteria
	Desulfovibrio
[bookmark: OLE_LINK1]Geobacter
	313
[bookmark: OLE_LINK7]20210 (27%)
	-
[bookmark: OLE_LINK4]23513 (21%)

	Gamma-Proteobacteria
	Aeromonas
Stenotrophomonas
	2228 (3.0%)
403
	10818 (9.7%)
2856 (2.6%)

	Bacteroidia
	[bookmark: OLE_LINK9]Bacteroides
Dysgonomonas
	596
4501 (6.0%)
	-
1478 (1.3%)

	Cloacamonae
	[bookmark: OLE_LINK3]Cloacamonaceae*
	439
	[bookmark: OLE_LINK6]473

	Clostridia
	Lachnospiraceae*
Fusibacter
	1672 (2.2%)
696
	-
229

	Flavobacteria
	Flavobacterium
	13066 (17%)
	214

	Spirochaetes
	[bookmark: OLE_LINK11]Treponema
	649
	328


- (not found or less than 200 sequences)
* Family
** Azoarcus and Thauera belong to this family.
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